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Any reader with specific interest in any of these particular topics 
will, no doubt, be fully aware of the information that is presented 
in the book’s chapters, but any reader wishing to consider the 
wider context in relation to the current thinking on a central issue 
in biology will find much of interest here. 
Like many research monographs, and this one is part of a series 
on Cell Biology, the cost, particularly since it is costed in US 
dollars, means that most readers will be consulting a library copy. 
For any library aspiring to a useful collection of books on 
molecular cell biology this is an essential purchase. 
A. Cryer 
Electrogenic Ion Pumps; by P. Lauger, Sinauer Assoc.; Sunderland, MA; 1991; (Distributed by W.H. Freeman & Co.) 
xii + 313 pages; E34.95. ISBN 0-87893-451-O. 
This monograph provides a succinct, precise and up- to-date book are devoted to a series of better-characterized ion pumps, 
review of our current understanding of ion pumps. Clear text, chosen to represent the main categories. Four proton pumps 
informative subheadings and well- designed figures are supported (bacteriorhodopsin, cytochrome oxidase, F,F,- ATPases, 
by a good reference list. reflecting the author’s experience as a Neurosporn proton pump) and two others (Na,K-ATPase: 
teacher. As a timely synthesis of the emerging principles of ion sarcoplasmic reticulum Ca pump) are discussed in terms of their 
pumping the book has much to offer workers in, or entering, the structure, function, energetics and electrogenic behaviour, then 
field as well as to postgraduate and perhaps advanced compared to other related pumps. These comparisons provide a 
undergraduate students. useful insight into general strategies for ion pumping. 
The first five chapters cover general prmciples of ion pumping. 
Definitions of primary and secondary active transport across 
membranes lead to a classification of ion pumps according to their 
energy source, and a summary of their evolution and biological 
significance. Then comes a lucid treatment of energetic, 
mechanistic and electrical aspects of pumping. followed by a de- 
scription of the biophysical approaches used to study pumps 
experimentally. General principles are illustrated with examples 
and key topics are summarized. The remaining six chapters of the 
Biophysical aspects of the subject are covered well; occasionally 
biochemists might have enjoyed more about structureefunction 
relationships. However I find it difficult to fault this book 
seriously. It is a model of clarity and in my view achieves just what 
a good review should. The essential themes are identified: 
comparisons and contrasts between examples are drawn in an 
excitmg, thought-provoking way. I would recommend it to anyone 
interested in this key area of modern cell biology. 
Ashley Allshire 
Microcomputers in Biochemistry: a practical approach; edited by C.F.A. Bryce, IRL Press at Oxford University Press; Oxford, 
1992; xx + 307 pages. E19.50. 
Any single book that aims to show the use of Computer Science 
in Biochemistry will inevitably disappoint some. This problem 
arises because both disciplines are expansive and provide 
fundamental tools to others. In a single volume there ~111 always 
be areas that have not been covered and the enthusiast will pounce 
on their omission as evidence against the validity of the work. The 
best defence in these circumstances is to highlight the topics that 
have been covered and allow the reader to judge for him/herself. 
The first chapter by R.J. Beynon and J.S. Easterby is on 
‘Productivity tools’ (27 pp.). The central importance of data, 
rather than programs, is reiterated before consideration is given 
to spreadsheets, object-orientated programming environments, 
statistics programs and graphics. The chapter concludes with a 
short section on virus protection. This should have been a keynote 
chapter but fails. The coverage is wide but there is little in the way 
of substance. It is not clear why object-orientated programming 
is included in a chapter on Productivity tools, yet there is no 
mention of wordprocessors or Bibliographic database 
management packages. The last two are real tools to improve 
productivity! 
The second chapter by Graham Parslow is on ‘Programming 
languages’ (34 pp.). This starts with a comparison of the major 
programming languages. The second half considers Authoring 
Languages, and is the most interesting part. The examples given 
clearly show the potential of these systems to prepare new teaching 
materials. 
The third chapter on ‘Enzyme reactions’ (67 pp.) by M.J.C. 
Crabbe is the largest and in some ways the most ambitious of all. 
In this single chapter molecular modelling, data acquisition, buffer 
calculations and analysis of steady- state kinetic data are all 
covered. Protein modelhng is illustrated by specific example using 
the author’s own DTMM package. The section on steady-state 
kinetics concentrates on methods that are available and is both 
educational and informative. The author lists several packages 
that perform the operations described. He also provides several 
source code listings in BASIC. 
The next two chapters, ‘Nucleic acid and protein sequence 
management’ (28 pp.) by T.C. Hodgman and ‘Computer-assisted 
recombinant DNA design and analysis with MATILDA’ (30 pp.) 
by B. Isralewitz and D. Shalloway. are concerned with the use of 
computers in sequence analysis. For many, it is this area which is 
synonymous with computers in Biochemistry and had to be 
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represented in this book. These two chapters can only give an 
overview of a topic which already has an extensive literature. The 
first of these chapters guides the novice through the basic 
operations required in a sequencing project. It also tabulates the 
major databases and software packages in use. The second chapter 
describes the application of the MATILDA (Mapping. Accessing 
and Transforming Information about Ligated DNAs) software 
package by use of examples. MATILDA IS a complement o other 
sequence analysis programs and has the distinction of being site- 
oriented rather than sequence-oriented. MATILDA simplifies the 
generation of clones. and clonmg strategies, from multiple 
sequences. 
The final chapter, ‘Networking for the novice’ (30 pp.) by R. 
Harper, is very readable. Rob Harper is well known to anyone 
who has used the BIOSCI network. He is one of the handful of 
individuals who have striven to make BIOSCI accessible and a 
success. He also has the gift of literary. as well as electronic. 
commumcation. Consequently, this chapter is an excellent 
introduction to computer networking for the novice. 
The next three chapters are all concerned with analysis of one 
and two dimensional chromatogrdms: ‘Microcomputers in the 
comparative analysis of one-dimensional electrophoretic patterns’ 
(25 pp.) by M. Costas: ‘The analysis of two-dimensional 
polyacrylamide gels for the construction of protein databases (28 
pp.) by M. Dunn, and ‘Expert systems and their implementation 
in chromatography’ (24 pp.) by M. Mulholland. Together these 
three chapters take the reader through the system requirements for 
chromatographic analysis and the problems that software has to 
be resilient to. The problems of spot detection, streak removal. 
pattern matching and interpretation of results are all covered. The 
last of these chapters concentrates on the use of expert systems 
(artificial intelligence) in the analysis of the more complex 
chromatographic profiles obtained. 
Does the book succeed? That depends on what the reader was 
expecting. Unlike other books in the Practical Approach series this 
book, by itself, will not show the reader the solution to a given 
problem. What it does do, however, is point towards more specific 
sources of information, and it illustrates the breadth of the subject 
area. One stated aim of the book was “to select a discrete number 
of successful applications which help to illustrate the many 
advantages that can be accrued from the use of computers”. At 
that level the book does succeed. Nevertheless this reviewer is left 
with the impression that a valuable opportunity has been lost. This 
is in part the consequence of the variability in style and content 
always found in a loosely-coupled multi-author work. In these 
circumstances the editor has a pivital role in melding the parts 
together into a whole that is greater than the sum of the parts. For 
me the whole does not have this unity of purpose and clarity, 
although these attributes are found among the constituent parts. 
June 1993 
Ian G. Giles 
The Seeds of Time; the Life of Sir MacFarlane Burnet; by Christopher Sexton; Oxford University Press; Oxford, 199 1. x + 30 1 
pages. E19.95. ISBN O-19-553274-0. 
The author presents a full picture ofone of the most outstanding 
biologists of the 20th century - who was a profound thinker, who 
never hesitated to pronounce his views in public and yet was a shy 
and intravert person in his dealings with colleagues and other 
people. His research concerned virology and immunology and 
spanned a 50 year period from the First through the Second World 
War until 1965 when he retired as Director from the Walter and 
Eliza Hall Institute (WEHI). There is no doubt that his 
experimental contributions, particularly in virology, and his more 
theoretical major contributions to immunology exerted an 
enormous mfluence on research in biology at that time We are 
also left in no doubt about Sir MacFarlane’s experimental flair in 
his early work on the isolation, growth and genetics of viruses. 
Burnet was born in 1899 and his deep interest in nature was 
obvious early in his life; as a school boy he preferred to spend his 
leisure time bush walking and beetle collecting on his own rather 
than being with his contemporaries. His medical education was at 
the University of Melbourne (1917-1922). Encouraged by his 
superiors and in consideration of his own likes and dislikes, he 
decided on a research career and he joined WEHI as resident 
pathologist to work on typhoid agglutinms; soon his interest 
shifted to viruses of bacteria and he took up the opportunity to 
pursue this topic towards a PhD at the Lister Institute in London. 
He returned to Australia but was back m London in 1931 for a 
further two years’ training period with the distinguished virus 
group at the National Institute for Medical Research. then 
situated at Hampstead. There his research activities flourished. On 
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